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Dr. Shinichi Namba is an assistant professor at the Department of Genome Informatics, 

Graduate School of Medicine, the University of Tokyo. He received his medical degree from 

the medical faculty of the University of Tokyo in 2018. After two years of junior residency, he 

joined the laboratory of Prof. Yukinori Okada at Osaka University Graduate School of 

Medicine as a Ph.D. student. He completed his Ph.D. in September 2023 and has been in his 

current position since October 2023. He specializes in the genetics of complex traits and is 

studying genome-wide associations of complex traits and their clinical implications. 

 

[Job] 

Nov 2024 – Invited Faculty, Laboratory for Systems Genetics, RIKEN Center for Integrative 

Medical Sciences 

Oct 2024 – Assistant Professor, Department of Genome Informatics, Graduate School of 

Medicine, The University of Tokyo 

Oct 2024 – Invited Faculty, Department of Statistical Genetics, Osaka University Graduate 

School of Medicine 

Apr 2018 – Mar 2020 Japan Red Cross Medical Center (Junior Resident) 

 

[Education] 

Apr 2020 – Sep 2023 Ph.D. (Medicine), Department of Statistical Genetics, Osaka University 

Graduate School of Medicine 

Apr 2012 – Mar 2018 The University of Tokyo（B.S.[Medicine], M.D.） 

 

[Grants and Fellowships] 

Jun 2024 – Japan Foundation for Applied Enzymology, Grants related to Cardiovascular 

Innovative Conference 

Jul 2024 – Japan Agency for Medical Research and Development (AMED) GRIFIN, “A trans-

disciplinary and trans-omics study of gene–environment interactions towards genomics-

driven personalized medicine” 



Apr 2020 – Mar 2024 – Takeda Science Foundation Scholarship 
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